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Large scale bioinformatics projects
(some examples)
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https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi 
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tRNACAG genes were identified 
using tRNAscan-SE 2.0 











Summary of GC content, codon usage, and tRNA genes of four CGA and/or CGG 
reassignments.
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Other (large) bioinformatics projects
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Alex Bateman 
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YouTube video:

https://www.youtube.com/watch?v=2HmjHStpu7I
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https://www.youtube.com/watch?v=Adm8JQZMmj4&t=1s

https://www.youtube.com/watch?v=XoYHTF6XSY0

https://www.youtube.com/watch?v=Adm8JQZMmj4&t=1s
https://www.youtube.com/watch?v=XoYHTF6XSY0


Sean R. Eddy  



https://www.youtube.com/watch?v=Zb98mmfnsvg

https://www.youtube.com/watch?v=Zb98mmfnsvg










SHELX



http://unicornpapers.org 

http://unicornpapers.org/
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Extra lecture on YouTube





Extra lecture

https://
www.youtube.com/
watch?v=k5Rbi22TtOA 



Bioinformatics (especially large scale projects 
usually require serious computer resources)

AlphaFold installed locally ~3 TB 
AF2DB >50TB
PDB  ~1TB
UniProt -  just TrEMBL 104 GB
... 
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25TB (tar.gz)  ~ 3 weeks to download

1,015,797 sharded proteome tar files
containing 

from 1 to 10,000* 
protein structure models

3 x 214M files

>90% cases just 1, but some proteomes divided into multiple shards

https://github.com/deepmind/alphafold/blob/main/afdb/README.md



> 500M > 2.4B

sequences

structures

214M 617M

PART 1 PART 2



> 500M

sequences

structures

214M (189M)

25TB

617M

15TB

> 2.4B



https://en.wikipedia.org/wiki/Nuclear_pore









Thank you for your time
and

See you at the next lecture

Presentation of the projects

Any other 

questions & comments

lukaskoz@mimuw.edu.pl
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