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Chromosomal rearrangements
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Assembling regions enriched in segmental duplications 
PhaseDancer Assembler; Genome Biology 2023

An efficient enumeration algorithm for minimal linear 
Eulerian decompositions of Karyote graph

Methods for dating large evolutionary events; BMC Genomics 2

A server supporting the clinical diagnosis of 
structural variants that disrupt chromatin structure;
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This phenomenon occurs 
during recombination 
(Strathern et al., 1995) 
and is a consequence of 
the more frequent use of 
strongly stable nucleotide 
pairs (G, C) than weakly 
stable ones (A, T) in 
heterozygous sites in 
heteroduplex DNA in the 
process of DNA repair.
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Scenarios of complex chromosomal rearrangement
in a patient from the study by Nazaryan-Petersen et al. (2018)



TADeus2 - genome browser in breakpoint view mode 

"TADeus2: a web server facilitating the clinical diagnosis by pathogenicity assessment of structural variations disarranging 3D 
chromatin structure." Nucleic Acids Research 50.W1 (2022): W744-W752.
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